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In the original version of this report, which describes GPR179mutations in patients with complete congenital stationary
night blindness, we applied an antibody against human GPR179 to mouse retinal sections and concluded that GPR179
was localized to horizontal cells and Mu¨ller cell endfeet (Figure 4). We have since discovered that this use of the antibody
does not result in specific labeling. Our recent results support the conclusion of the parallel study of Peachey et al.,1
which concluded that GPR179 is expressed in retinal bipolar cells.Reference
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This paper incorrectly described two mutations in GPSM2: (1) c.1471delG should have been c.1473delG; and (2)
c.741delC should have been c.742delC. The authors regret these errors.*Correspondence: ddoher@u.washington.edu (D.D.), zelinski@cc.umanitoba.ca (T.Z.)
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